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Expression level of miR-200c in gastric cancer and its relationship with clinical
characteristics of gastric cancer patients

ZHOU Xinliang", ZHANG Cong”, YUAN Hufang’, WANG Yudong®, ZHAO Lianmei”, SANG Meixiang”, SHAN Baoen""
(‘a. Department of Oncology, b. Research Center, c. General Surgery Department, d. Tumor Research Institute of Hebei
Province; the Fourth Hospital of Hebei Medical University, Shijiazhuang 050011, Hebei, China )

[ Abstract ] Objective:To investigate the relationship between miR-200¢ expression and the clinical pathologic charac-
teristics and disease free survival ( DFS ) of gastric cancer patients. Methods: Sixty-four gastric cancer samples resected
from May 2012 to January 2016 at General Surgery Department of the Fourth Hospital of Hebei Medical University were
collected in this study, and the relative clinical data were retrospectively analyzed. Real-time fluorescence quantification
PCR was adopted to detect the expression of miR-200c¢ in the gastric cancer tissues and corresponding para-cancerous
tissues. The correlation between miR-200¢ expression and clinicopathological features as well as DFS was retrospectively
analyzed. Results: miR-200c was dramatically decreased in gastric cancer tissues when compared to the para-cancerous
tissues ( 3.29 vs 5.91, P <0.01 ). miR-200c expression was negatively correlated with TNM stage, tumor infiltration
depth ( T ), metastasis( M ), venous tumor thrombus ( ; all P <0.01 ). The median DFS in high miR-200¢ expression
group was significantly longer than that of low expression group ( 22.0 »s 13.5 months, P <0.01 ), indicating a positive
correlation between miR-200¢ expression and DFS ( r =0.54, P <0.01 ). Conclusion: miR-200¢ dramatically decreased
in gastric cancer tissues. lts expression level was negatively correlated with TNM stage, tumor infiltration depth and venous
tumor thrombus, but positively correlated with DFS. These data suggest it may play a protective role in progress and prog-
nosis of gastric cancer.
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" P <0.01 vs para-cancerous tissues
A: Real-time fluorescence quantification PCR analysis of gastric cancer and para-cancerous tissues;
B: Boxplot analysis of differential miR-200¢ expression in gastric cancer and para-cancerous tissues
( Wilcoxon signed ranks test ); 1: Cancer tissues; 2: para-cancerous tissues
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Fig.1 Expression of miR-200c¢ in gastric cancer and adjacent tissues
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T : Tumor infiltration depth; M :Metastasis. A: Boxplot analysis of differential miR-200c expression in groups with different TNM stage;
B: Boxplot analysis of differential miR-200¢ expression in groups with different tumor infiltration depth; C: Boxplot analysis
of differential miR-200¢ expression in groups with positive and negative metastasis; D: Boxplot analysis of differential
miR-200c expression in groups with positive and negative venous tumor thrombus
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Fig. 2 Correlation between miR-200c expression in gastric cancer tissues

with clinicopathological features of gastric cancer patients
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Tab. 1 Correlations of the expression of miR-200c in gastric cancer specimens with the clinicopathological features

MiR-200¢
Clinicopathological feature N
Median Interquartile range P
Gender 0. 062"
Male 54 0.31 0.46
Female 9 0.82 0.77
Age (t/a) 0. 906"
<65 54 0.40 0.70
>65 9 0.63 0.45
Pathological differentiation ™ 0.218"
Well-moderate 28 0.35 0.44
Poor 35 0.60 0.61
TNM stage 0.021"
Ib 11 0.32 0.51
Ma 16 0. 46 0.43
mh 17 0. 84 1.94
e 13 0.34 0.60
v 6 0.16 0.05
Tumor invasion depth ( T ) 0. 008"
T4a 57 0.47 0.67
T4b 6 0.19 0.07
Lymphnode metastasis ( N ) 0.139"
NO 15 0.28 0.38
N1 14 0.47 1.06
N2 12 0.72 1.81
N3a 13 0.34 0. 46
N3b 9 0.21 0. 66
Metastasis( M ) 0.001*
MO 57 0.47 0.67
M1 6 0.16 0.05
Venous invasion 0. 050"
Negative 46 0.49 0.87
Positive 17 0.24 0.43

*: Well differentiated adenocarcinoma ( well ), moderately differentiated adenocarcinoma ( moderate ),

poorly differentiated adenocarcinoma ( poor ); *: Mann-Whitney U test; " : Kruskal-Wallis test
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Fig.3 Correlation between miR-200c expression in gastric

cancer tissue and DFS of gastric cancer patients
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